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Education
2013 Doctor of Philosophy in Molecular Biology, minor in Statistics

Molecular and Cellular Life Sciences PhD program, University of Wyoming, Laramie, WY, USA

2007 Diploma Degree in Bioinformatics with High Honors

equivalent of combined Bachelors and Master of Science

Department of Natural Sciences, Novosibirsk State University, Novosibirsk, Russia

Research Experience
2013 - present Postdoctoral Fellow

Stanford University, Department of Biology, Stanford, CA

2008 - 2013 PhD student

Department of Molecular Biology, University of Wyoming, Laramie, WY, USA

2011 Summer Intern

J Craig Venter Institute, Rockville, MD, USA
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Molecular and Cellular Life Sciences PhD Program, University of Wyoming, Laramie, WY, USA

2006 - 2007 Diploma Student

Theoretical Genetics Group, Institute of Cell Biology and Genetics, Novosibirsk, Russia
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2013-2014 Postdoctoral Fellowship

Center for Computational Evolutionary and Human Genomics, Stanford University
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SMBE satellite meeting on Mechanisms of Protein Evolution, 2013. Denver, USA

2010-2013 Mary Mead Memorial Scholarship for Women in Agriculture
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2010-2012 International Student Scholarship
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matics and Computational Biology, Journal of Molecular Evolution
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Postdoc Member of the Society for Molecular Biology and Evolution (SMBE)

Postdoc Member of the American Society for Microbiology (ASM)
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